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Selection Study

Obtain the full genotype dataset G with N markers and M samples
Sample N' markers with respect to LD (N' > 100,000) to form G'
QPAS over In(P,) using G'

Produce admixture proportions Q' of size M by K

lIl P1 Q F ZZ{QW In [Z%k fk]

Produce allele frequencies F' of size K by N'
(2= 9;) In [Z Gir - (1= iy ] } Nelder-Mead over In(P,) using F'
Produce variance covariance matrix Q'
QPAS over In(P,) using G while fixing Q'
Produce allele frequencies F of size K by N

In [P (F)]

Repeat for each marker in F

QUIEE

e E))

where ¢; = p; (1 — ;)

Set [, to zero

Repeat for each o in a range of an even interval starting from 1.0

SELECTION

Set [, to In(P,) calculated for this marker using a x Q'
Set [, to In(P,) calculated for this marker using Q'
If 2 x (I, - L,)q) is greater than [,
Set Lo t0 2 X (Lew - Lo1a)
£= 1= fi End Repeat
Emit [,
End Repeat
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Selection Study

#10: rs4855865 #6: rs77583118 #9: 1rs12440942 #2: rs59385041

Chrom 3 - 49747042 Chrom 6 - 22065090 Chrom 15 - 28208734 Chrom 16 - 30602319
#1: rs3827760 #4: rs16891982 #5: rs16938528 #8: rs9571413 #3: rs1426654 #7: 1rs4823810
Chrom 2 - 109513601 Chrom 5 - 33951693 Chrom 8 - 73866368 Chrom 13 - 34888192 Chrom 15 - 48426484| Chrom 22 - 46835000
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Covariance Scan: Australian, English, Han, and Yoruba
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Selection Study
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Frequencies at peak: Han 0.9510 English 0.0000 Australian 0.0000 Yoruba 0.0000 ¢
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rs16891982 on chromosome 5:33951693

#5

rs16938528 on chromosome 8:73866368

#6

rs$9366425 on chromosome 6:22060271
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Frequencies at peak: Han 0.0159 English 0.9816 Australian 0.0000 Yoruba 0.0000 17
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Selection Study

# 7 rs4823810 on chromosome 22:46835000 # 8 rs12440942 on chromosome 15:28208734 # 9 rs9571413 on chromosome 13:34888192
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