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Seq-1:-ATGGAGGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATATACGTA 

Seq-2: ---------------------AAAACGTACTTATCAACCAAATAAACGTAAACACAGTAAAGTTCAT 

----------------------------|-------1-2-overlap-29------| 

 

Seq-2: ---------------------AAAACGTACTTATCAACCAAATAAACGTAAACACAGTAAAGTTCAT 

Seq-5: ------------------GGTAAAACGTACTTATCAACCAAATAAACGTAAACACAG 

----------------------------|------5-2-overlap-36-------| 

 

Seq-1:-ATGGAGGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATATACGTA 

Seq-5: ------------------GGTAAAACGTACTTATCAACCAAATAAACGTAAACACAG 

-------------------------|---------1-5-overlap-32-------| 
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Selected input sequences for the example path: 

 Seq-1:-ATGGAGGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATATACGTA 

 Seq-2:----------------------AAAACGTACTTATCAACCAAATAAACGTAAACACAGTAAAGTTCAT 

 Seq-6: ---------------------------------TCAACCAAATAAACGTAAACACAGTAAAGTTCATGGTTTCAG 

 Seq-11: ---------------------------------------------------CACAGTAAAGTTCATGGTTTCAGAAAACGCATGAGCACTAAAAACGGACG 

 

 Seq-11:-CACAGTAAAGTTCATGGTTTCAGAAAACGCATGAGCACTAAAAACGGACG 

 Seq-14: ---------------------------CGCATGAGCACTAAAAACGGACGTAAAGTATTAGCGCGTC 

 Seq-9: ----------------------------------AGCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCCG 

 Seq-17: ------------------------------------------AACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCCGAAAAGTTTT 

 

 Seq-17: AACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCCGAAAAGTTTT 

 Seq-10: ------------------------------CGTAAAGGCCGTAAAGTTTTATCAGCATAAGATCACTGACCTATCAGTG 

 Seq-21: --------------------------------------------------------ATAAGATCACTGACCTATCAGTGGTCTTTTTTTTGCTATAAATCATAAA 

 

Assembled-Sequence: -

 ATGGAGGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATATACGTAAACACAGTAAAGTTCATGGTTTCAGAAAACGCATGAGCACTAAAAACGGACGTAAAGTA

 TTAGCGCGTCGTCGTCGTAAAGGCCGAAAAGTTTTATCAGCATAAGATCACTGACCTATCAGTGGTCTTTTTTTTGCTATAAATCATAAA 
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 Assembled-Sequence: ATGGAGGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATATACGTAAACACAGTAAAGTTCAT∙∙∙ 

 

 Assembled-Sequence-(continue): GGTTTCAGAAAACGCATGAGCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCC∙∙∙ 

 Seq-14: ----------- CGCATGAGCACTAAAAACGGACGTAAAGTATTAGCGCGTC 

 

 Assembled-Sequence-(continue): GAAAAGTTTTATCAGCATAAGATCACTGACCTATCAGTGGTCTTTTTTTTGCTATAAATCATAAA 

 

 

 Seq-14: CGCATGAGCACTAAAAACGGACGTAAAGTATTAGCGCGTC 

 Seq-7: -----GAGCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCC 

 

 

 Assembled-Sequence: ATGGAGGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATATACGTAAACACAGTAAAGTTCAT∙∙∙ 

 

 Assembled-Sequence-(continue): GGTTTCAGAAAACGCATGAGCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCC∙∙∙ 

 Seq-14: ------------CGCATGAGCACTAAAAACGGACGTAAAGTATTAGCGCGTC 

 Seq-7: -----------------GAGCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCC 

 

 Assembled-Sequence-(continue): GAAAAGTTTTATCAGCATAAGATCACTGACCTATCAGTGGTCTTTTTTTTGCTATAAATCATAAA 

 

 

 Assembled-Sequence: ATGGAGGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATATACGTAAACACAGTAAAGTTCAT∙∙∙ 

 Seq-2 ---------------------AAAACGTACTTATCAACCAAATAAACGTAAACACAGTAAAGTTCAT 

 

 Assembled-Sequence-(continue): GGTTTCAGAAAACGCATGAGCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCC∙∙∙ 

  

 Assembled-Sequence-(continue): GAAAAGTTTTATCAGCATAAGATCACTGACCTATCAGTGGTCTTTTTTTTGCTATAAATCATAAA 

 

 

 Seq-2: ----------------AAAACGTACTTATCAACCAAATAAACGTAAACACAGTAAAGTTCAT 

 Seq-12: GGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATAAACGTAAA 

 

 

 Assembled-Sequence: ATGGAGGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATATACGTAAACACAGTAAAGTTCAT∙∙∙ 

 Seq-2: ---------------------AAAACGTACTTATCAACCAAATAAACGTAAACACAGTAAAGTTCAT 

 Seq-12: -----GGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATAAACGTAAA 

 

 Assembled-Sequence-(continue): GGTTTCAGAAAACGCATGAGCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCC∙∙∙ 

 

 Assembled-Sequence-(continue): GAAAAGTTTTATCAGCATAAGATCACTGACCTATCAGTGGTCTTTTTTTTGCTATAAATCATAAA 

 



 

 Assembled-Sequence: ATGGAGGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATATACGTAAACACAGTAAAGTTCAT∙∙∙ 

 

 Assembled-Sequence-(continue): GGTTTCAGAAAACGCATGAGCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCC∙∙∙ 

 Seq-9: ------------------AGCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCC  

  

 Assembled-Sequence-(continue): GAAAAGTTTTATCAGCATAAGATCACTGACCTATCAGTGGTCTTTTTTTTGCTATAAATCATAAA 

 Seq-9 (continue): G 

  

 

 Seq-9: AGCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCC G 

 Seq-16: -GCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGC 

 

 

 Assembled-Sequence: ATGGAGGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATATACGTAAACACAGTAAAGTTCAT∙∙∙ 

 

 Assembled-Sequence-(continue): GGTTTCAGAAAACGCATGAGCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCC∙∙∙ 

 Seq-9: ------------------AGCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCC  

 Seq-16: -------------------GCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGC 

  

 Assembled-Sequence-(continue): GAAAAGTTTTATCAGCATAAGATCACTGACCTATCAGTGGTCTTTTTTTTGCTATAAATCATAAA 

 Seq-9 (continue): G 

 





 Seq-1:-ATGGAGGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATATACGTA 

 Seq-2:----------------------AAAACGTACTTATCAACCAAATAAACGTAAACACAGTAAAGTTCAT 



 Seq-1:-ATGGAGGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATATACGTA 

 Seq-4:---GGAGGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATAAACGTAAA 

 Seq-2:----------------------AAAACGTACTTATCAACCAAATAAACGTAAACACAGTAAAGTTCAT 

 Seq-3:-TCATGGTTTCAGAAAACGCATGAGCACTAAAAACGGACGTAAAGTATT (not related) 
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Seq-1:--ATGGAGGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATATACGTA 

Seq-2:-----------------------AAAACGTACTTATCAACCAAATAAACGTAAACACAGTAAAGTTCAT 

Seq-3:-----------------------------------------------------------------TCATGGTTTCAGAAAACGCATGAGCACTAAAAACGGACGTAAAGTATT 

Seq-4:----GGAGGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATAAACGTAAA 

Seq-5:--------------------GGTAAAACGTACTTATCAACCAAATAAACGTAAACACAG 

Seq-6:-----------------------------------TCAACCAAATAAACGTAAACACAGTAAAGTTCATGGTTTCAG 

Seq-7:--------------------------------------------------------------------------------------GAGCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCC 

Seq-8:----------------------------------------------------------------------------------------------------------------------GTCGTCGTCGTAAAGGCCGTAAAGTTTTATCAGCATAAGATCACTGACCT 

Seq-9:---------------------------------------------------------------------------------------AGCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCCG 

Seq-10:-----------------------------------------------------------------------------------------------------------------------------CGTAAAGGCCGTAAAGTTTTATCAGCATAAGATCACTGACCTATCAGTG 

Seq-11:-----------------------------------------------------CACAGTAAAGTTCATGGTTTCAGAAAACGCATGAGCACTAAAAACGGACG 

Seq-12:------GGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATAAACGTAAA 

Seq-13:-------------------------------------------------------------------TGGTTTCAGAAAACGCATGAGCACTAAAAACGGACGTAAAGTATTAGCGC 

Seq-14:--------------------------------------------------------------------------------CGCATGAGCACTAAAAACGGACGTAAAGTATTAGCGCGTC 

Seq-15:----GAGGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATAAACGTAAA 

Seq-16:---------------------------------------------------------------------------------------GCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGC 

Seq-17:-----------------------------------------------------------------------------------------------AACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCCGAAAAGTTTT 

Seq-18:--------------------------------------------------------------------------------------------------------------------------------------------GTTTTATCAGCATAAGATCACTGACCTATCAGTGGTCTTTTTTTTGCTTT 

Seq-19:----------------------------------------------------ACACAGTAAAGTTCATGGTTTCAGAAAACGCATGAGCACTAAAAATGGAC 

Seq-20:-----------------------------------------------------------------------------------------------------------------------------------------------TTATCAGCATAAGATCACTGACCTATCAGTGGTCTTTTTTTTGCTTTAAA 

Seq-21:-------------------------------------------------------------------------------------------------------------------------------------------------------ATAAGATCACTGACCTATCAGTGGTCTTTTTTTTGCTATAAATCATAAA 

Asmbld:-ATGGAGGTGTTTTTACATGGTAAAACGTACTTATCAACCAAATATACGTAAACACAGTAAAGTTCATGGTTTCAGAAAACGCATGAGCACTAAAAACGGACGTAAAGTATTAGCGCGTCGTCGTCGTAAAGGCCGAAAAGTTTTATCAGCATAAGATCACTGACCTATCAGTGGTCTTTTTTTTGCTATAAATCATAAA 

 


